Key indicators: single-crystal X-ray study; T = 294 K; mean (C-C) = 0.004 Å; R factor = 0.040; wR factor = 0.108; data-to-parameter ratio = 13.5.
In the title compound, C 9 H 20 NO + ÁHO 4 S À ÁH 2 O, the piperidinium ring adopts a chair conformation. Intermolecular O-HÁ Á ÁO and N-HÁ Á ÁO hydrogen bonds form an extensive three-dimensional network, which consolidates the crystal structure.
Related literature
For useful applications of tetramethylpiperidinol, see: Gray (1991) ; Liu et al. (2006) .
Experimental
Crystal data 
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 1997 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 1997 ); cell refinement: SAINT (Bruker, 1997) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 1997); program(s) used to refine structure: SHELXL97 (Sheldrick, 1997); molecular graphics: SHELXTL (Bruker, 1997) ; software used to prepare material for publication: SHELXTL. (Gray, 1991; Liu et al., 2006) . The title compound, (I), is a new derivative of tetramethylpiperidinol. Herein we report its crystal structure.
In (I) (Fig. 1) , the piperidinium ring adopts a chair conformation. The hydroxy group attached at C1 is in equatorial position. In the crystal, the intermolecular O-H···O and N-H···O hydrogen bonds (Table 1) form an extensive three-dimensional network, which consolidates the packing.
Experimental 2,2,6,6-Tetramethylpiperidin-4-ol (40.0 g, 254 mmol) was dissolved in 98% H 2 SO 4 (24.5 g) and then cooled to 278 K. With stirring, water (100 ml) was then added dropwise to the mixture over a period of 0.5 h. The mixture was stirred at 273-278 K for a further 3 h. The title compound (54.50 g) was obtained in powder form in a yield of 75.6%. Crystals of (I) were obtained by slow evaporation of a solution of water.
Refinement
H atoms attached to atoms N and O were located in a difference map and refined with bond restraints O-H = 0.82 (2) Å, N-H = 0.86 (2) Å. C-bound H atoms were positioned geometrically (C-H 0.96-0.98 Å). All H atoms wrere refined as riding, with U iso (H)=1.2-1.5U eq of the parent atom. Figures   Fig. 1 . The content of asymmetric unit of (I) with the atomic numbering and 35% probability displacement ellipsoids. 
